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Username

Roodcom WebAnalysis

 Digital PCR data analysis and Roodcom WebAnalysis
management application

demo

v1.8.0

* Online, secured server
* No software needed
» Easily accessible from the browser

« Multiple users, shared collections




RC WebAnalysis

Dashboard Collection name 1% Description # of projects
Database archival samples All samples collected. 8

Welcome Demo User. e P i

Number of collact S Demo collection For demonstration purposes only. 1

umber ol collections

3 S New manuscript Al files for new manuscript 3

App version

v1.8.0

© Create new collection

Das h b O ar d & Set personal settings

» Collections

* Projects
* Files




RC WebAnalysis » Demo collection Type to search... vi8.0 ®

Collection Projects Overviews

Demo collection

Project name |4 Description # of files Last edit

This project is verified.

i + Demo project Variety of examples. 6 2019-09-24 22:13
All its contents are read-only.

Description
For demonstrati®

Number of projects

1

© Create new project

B Create new overview

DaS h b O ar d £ Edit collection properties

° COI IeCtlonS @ Return to dashboard

* Projects
* Files

» Verify project - read-only




Projects

* Import data from QuantaSoft

One or several QLP
Complete or partly

Show files and results

In a ordered list

RC WebAnalysis » Demo collection

Project

Demo project

Description
Variety of examples.

Number of files / saved results

6/6

Status
Verified

*®  Unverify project

O Return to collection

Demo project

List view Merged view

File name |2

Healthy PBL
Heterozygous carrier
Homozygous wild-type
Negative control
PBMC control

Tumer

Plate view

Channel 1
chromosome 1
mutation
mutation
mutation
delta_D

mutation

Channel 2
reference
wild-type
wild-type
wild-type
reference

wild-type

Format

CNV2

FA

FA

FA

TCF

FA

Result

1.99

49.3%

Type to search...

Droplets
14272
14665
15277
15602
11956

12859

S DP

@D0P

& 0P




Projects

* Import data from QuantaSoft
* One or several QLP
« Complete or partly

» Show files and results
* Inaordered list
* Merged per file name and format

RC WebAnalysis » Demo collection

Project

Demo project

Description
Variety of examples.

Number of files / saved results

6/6

Status
Verified

*®  Unverify project

O Return to collection

» Demo project

List view Merged view Plate view

Sample |4

Healthy PBL
Heterozygous carrier
Homozygous wild-type
Negative control
PBMC control

Tumor

Type to search... v1.8.0

Fractional Abundance T-cell fraction  Copy number

mutation delta_D chromosome 1
wild-type reference reference
1.99
49.3%
n/a
nfa




Projects

* Import data from QuantaSoft

One or several QLP
Complete or partly

Show files and results

In a ordered list
Merged per file name and format
As in the plate

RC WebAnalysis » Demo collection » Demo project

Project List view

Demo project

Description
Variety of examples.

Number of files / saved results

6/6

Status
Verified

*®  Unverify project

O Return to collection

Merged view Plate view

01

Negative control
A mutation
wild-type

Homozygous wild-type
B mutation
wild-type

Tumor
C  mutation
wild-type

Heterozygous carrier
D mutation
wild-type

Healthy PBL
E chromosome 1
reference

PBMC control
F  delta D
reference

nla
FA

n/a
FA

FA

49.3%
FA

1.99
CNV2

TCF

Type to search... vi80 &




RC WebAnalysis » Demo collection » Demo project » Heterozygous carrier « Type to search

File 22 2D plot ® [ Grid Heatmap # Ll Droplet counts
Heterozygous s 16000
carrier 14000
" 12000
Channel 1 ﬁl 10000
mutation 8000 g 8000
- i 6000
FI I eS Channel 2 4000
wild-type - 2903 1084 1116 or
. - - = Descripticn _ 6000 -.":' mutation- mutation+ mutation- mutation+ Total
¢ Da’ta Copled from Orlglnal fIIeS Imported from 'Demonstration RC E Tee o e e e e h
WebAnalysis', well D01 2 ’ Ty
° Template data (nameS, assays) N T Ll Concentrations Ll Result
. Accepted droplets 4000 + Tt
» Plate data (droplets, clustering) 14665 : o
. Format 100 " 988 » 1016 g s0% " 49.3%
» Clustering FA o
. 2 = 30%
* Manual (lasso, grid) . : - i 5
. 40 15
o . £ ow
Notes 0 20
0 500 1000 1500 2000 2500 3000 3500 4000 4500 0%
0 mutation
Channel 2 mutation wild-type mutation+wild-type

# Change format

&

Edit file properties

i}

Save clustering changes

@ Return to project




Files

« Data copied from original files
Template data (names, assays)
Plate data (droplets, clustering)

» Clustering

Manual (lasso, grid)
Automatic

» Calculations

Droplet counts
Concentration
Result according to format

RC WebAnalysis » Demo collection

File

Heterozygous
carrier

Channel 1
mutation

Channel 2
wild-type

Description

Imported from 'Demonstration RC
WebAnalysis', well DO1

Accepted droplets
14665

Format
FA

Mark
(]

Notes

# Change format

&

Edit file properties

i}

Save clustering changes

@ Return to project

Demo project

28 2D plot

10000

8000

6000

Channel 1

4000

2000

>

500

Heterozygous carrier «

LI

1000

1500

el

Manual Heatmap &

2000 2500

Channel 2

S AR

3000 3500 4000 4500

Ll Droplet counts

16000
14000
12000
10000
8000
6000
4000
2000
o

# of droplets

mutation-
wild-type-

Ll Concentrations

120
100 = 98.8
80

60

copies/ul

40

20

0
mutation

Type to search...

1084

mutation+
wild-type-

= 1015

wild-type

1115
a7
mutation- mutation+
wild-type+ wild-type+ Total
Ll Result
60%
g s0% " 49.3%
S
B 40%
5
F
= 30%
5
£ 20%
[
Y 10%
0%
mutation
mutation+wild-type




RC WebAnalysis » Demo collection » Demo project » Healthy PBL ~

File &2 2D plot ® Grid Heatmap & Ll Droplet counts
Healthy PBL s 15000
. 14000
Channel 1 . . 12000
chromosome 1 2 10000
£ soo0
Channel 2 8000 A E 6000
reference 4000
. 2000 1503
Description . A, o
Imported from 'Demonstration RC 6000 . chromosome 1- chromosome 1+ chromosome 1- chromosome 1+ Total
O r m ats WebAnalysis', well EO1 % . reference- reference- reference+ reference+ L
N c
£
. Accepted droplets f«,' o C trati Ll R t
oncentrations esu
+ Classic duplex formats 14272 wo|
* Ratio Fomat o TR 2
CNV2 400 3 2 & 199
]
* Copy Number Value (CNV) ok . L= 5
: E} g o
. . g E
» Fractional Abundance (FA) °© o : 20 :
Notes 150 g 05
0 100
0 2000 4000 6000 8000 50 0
0 chromasome 1
Channel 2 chromosome 1 reference reference

# Change format
& Edit file properties

Save clustering changes

@ Return to project




Formats

» Classic duplex formats

Ratio
Copy Number Value (CNV)
Fractional Abundance (FA)

 Flexibility for new formats

E.g. T-cell fraction

RC WebAnalysis » Demo collection

File

PBMC control

Channel 1
delta_D

Channel 2
reference

Description
Imported from 'Demonstration RC
WebAnalysis', well FO1

Accepted droplets
11956

Format

TCF

Mark
(]

Notes

CD3+ TCF (flow cytometry)
~60%

# Change format

&

Edit file properties

Save clustering changes

@ Return to project

22 2D plot

Channel 1

Demo project

5000

4500

4000

3500

3000

2500

2000

1500

1000

500

>

-

1000

2000

PBMC control ~

3000

Channel 2

4000

5000

Grid Heatmap &

6000

il Droplet counts

# of droplets

12000

10000

8000

6000

4000

2000

]

delta_D-
reference-

il Concentrations

copies/ul

600

500

400

300

200

100

w 196.7

delta_D

Type to search... vi80 @

1214

delta_D+
reference-

4888

reference

627

—
delta_D- delta_D+
reference+ reference+

|l Result

0%

c 60% " 598%

5

2

g8

; 40%

%

3

s

20%

0%

TCF
delta_ D
reference

Total




RC WebAnalysis » Demo collection » Demo project » PBMC control ~ Type to search...

File &2 2D plot ® Grid Heatmap & Ll Droplet counts

PBMC control

5000 12000
10000
Channel 1 4500 \
delta_ D 3 8000
£ sooo
Channel 2 4000 ]
® 4000
reference
3500 2000 1214 07
Description 3 0
F O r m at S Imported from 'Demonstration RC _ 3000 .- . 1 delta_D- delta_D+ delta_D- delta_D+ Total
WebAna\ysws', well FO1 g . reference- reference- reference+ reference+
= 2500
Accepted droplets o

« Classic duplex formats 150 | 1 a Concentatons s Resu
® RatIO Format 1500 GOO 80%

TCF . 500 % 48838

* Copy Number Value (CNV) ok

» Fractional Abundance (FA) @ : .
Notes .-'. "-'--:*.'-' 200 . 196.7 20%

+ Flexibility for new formats e e e || "

~60% 0 delta_D

° E ) g ) T_Cel I fracti 0 n Channel 2 delta_D reference reference

# Change format

95%-Cl: 57.5% « 61.9% _SUREGERT

t

400

copies/ul
T-cell frac

 Confidence intervals

&

Edit file properties

Save clustering changes

@ Return to project




Multiplexing
» Dedicated analysis features

RC WebAnalysis » Database archival samples

File

UMO043

Channel 1
chr 8q, chr 3p

Channel 2
ref chr 14q, ref chr 5p

Description

Imported from "MV 190508 -
PPARg en PTK2 multiplex set 5
UM', well HO2

Accepted droplets
16903

Format
CNV2

Mark
[

Notes

#& Change format

&

Edit file properties

i

Save clustering changes

@ Return to project

22 2D plot @

Channel 1

10000

8000

6000

4000

2000

»

Multiplex CNV

2000

4000

[ Grid Heatmap #

6000 8000 10000 12000

Channel 2

copies/ulL

il Result

Copy Number Value

0.06

0.04

0.02

0.1

0.08

0.06

0.04

0.02

=00 =00
ref chr 14q ref chr 5p

= 0.00

chr 89
ref chr 14q




Multiplexing

» Dedicated analysis features

* Automatic clustering

RC WebAnalysis » Database archival samples »

File
UMO043
Channel 1

chr 8q, chr 3p

Channel 2
ref chr 14q, ref chr 5p

Description

Imported from "MV 190508 -
PPARg en PTK2 multiplex set 5
UM', well HO2

Accepted droplets
16903

Format
CNV2

Mark
[

Notes

#& Change format
£ Edit file properties

Save clustering changes

@ Return to project

28 2D plot

10000

8000

6000

Channel 1

4000

2000

Multiplex CNV

2000

» UMO043 ~

il

4000

/ %  Manual Heatmap &

6000 8000 10000 12000

Channel 2

il Concentrations

500

450 u 4539
400
350
300
250
200
150
100
50
0

copies/ulL

chr 8q

il Result

Copy Number Value
o

w3191 w 3179
= 1886
chr 3p ref chr 14q ref chr 5p
& 285
chr 8q
ref chr 14q




Multiplexing

» Dedicated analysis features

Automatic clustering

* Multiplex formats

More calculations from one
experiment

RC WebAnalysis » Database archival samples »

File

UMO043

Channel 1
chr 8q, chr 3p

Channel 2
ref chr 14q, ref chr 5p

Description

Imported from "MV 190508 -
PPARg en PTK2 multiplex set 5
UM', well HO2

Accepted droplets
16903

Format
2-CNV-MP

Mark
[

Notes

#& Change format
£ Edit file properties

Save clustering changes

@ Return to project

28 2D plot

Channel 1

10000

8000

6000

4000

2000

Multiplex CNV

¥

»

UM043 ~

#

el

Manual Heatmap &

2000

4000

6000

Channel 2

8000

10000

12000

il Concentrations

copies/ulL

500
450 = 4539
400
350
300
250
200
150
100
50
0
chr 8q

il Result

Copy Number Value

= 285

chr 8g
ref chr 14q

= 188.6

chr 3p

= 286

chr 8q
ref chr 5p

w3191

ref chr 14q

w118

chr 3p
ref chr 14q

Type to search... v1.8.

w 3179

ref chr 5p

w 119

chr 3p
ref chr 5p




RC WebAnalysis » Database archival samples » Multiplex CNV » UMO043 ~

Type to search... v1i80 @

File 22 2D plot #& Manual Heatmap # Ll Concentrations
UM043
10000
450 5 4539
Channel 1 400
chr 8q, chr 3p . 3 ggg w3191 w 3179
. - ]
Channel 2 8000 , fl .,l# _ :'-'i' é" 250
ref chr 14q, ref chr 5p ’ : b - 3 fgs x 18856
. 100
Description g 50
. . L?;T;: z:g?lg\rfn:ﬁﬁj:f s-et 5 s o ‘ & ’ ﬂ {ﬂ" ’ chr 8q chr 3p ref chr 14q ref chr 5p
Multiplexing M, well Ho2 : "
Accepted droplets 2000 - ] ) il Result
« Dedicated analysis features o003 L IR NS R T
1 : Format - - . :
* Automatic clustering 2. CNVAMP . j =
2000 . . . 3
. Mark "-. - .'-.‘ A -h 3 -h " R E 15
® MUItIpIeX formats gar ) % 4 95%-Cl: 1.12 «+ 1.24 JCREERES = 119
* More calculations from one Notes 0 s
2000 4000 6000 8000 10000 12000 0
experiment 5. M U . A . 1

 Confidence intervals

#& Change format
£ Edit file properties

Save clustering changes

@ Return to project




Data management

* Result security
» Verified / read-only
* Audit tralil

« Database
« Old and new experiments
 Flexibility of collections, projects



Data management

» Result security

Verified / read-only
Audit trail

Database

Old and new experiments
Flexibility of collections, projects
Annotations

RC WebAnalysis » Demo collection

File

PBMC control
Channel 1

delta_D

Channel 2
reference

Description
Imported from 'Demonstration RC
WebAnalysis', well FO1

Accepted droplets
11956

Format

TCF

Mark
(]

Notes

CD3+ TCF (flow cytometry)
~60%

# Change format
& Edit file properties

Save clustering changes

@ Return to project

22 2D plot

Channel 1

Demo project
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PBMC control ~

3000

Channel 2

Grid Heatmap &

4000

5000

6000

il Droplet counts

# of droplets

12000

10000

8000

6000

4000

2000

]

6677

delta_D-

reference-

il Concentrations

copies/ul

600

500

400

300

200

100

w 196.7

delta_D

Type to search... vl

1214

delta_D+
reference-

4888

reference

delta_D-
reference+

|l Result

T-cell fraction

80%

60%

40%

20%

0%

627

delta_D+
reference+

" 59.8%

TCF
delta_ D
reference

Total




RC WebAnalysis UMO043 v1.8.

Search List view Merged view
U M043‘ File name |2 Channel 1 Channel 2 Format Result interpretation Result Droplets
UMO043 GNA1T1 mut GNA11 wt FA Fractional Abundance GNA11 mut GNA11 wt 42.8% 15744 ©DP
Data l I l an a el I l ent Number of files / saved results
3/6 UMO043 GNAQ mut GNAQ wt FA Fractional Abundance GNAQ mut GNAQ wt nla 15650 SDP
) UmMo43 chrBqg,chr3p  ref chr 14q, ref chr 5p 2-CNV-MP  Copy Number chr 8q / ref chr 14 [2.85] 16903  @MP
. I
Resu t Secu rIty UMO043 chr 8q, chr 3p ref chr 14q, ref chr 5p 2-CNV-MP Copy Number chr 8q / ref chr 5p m 16903 S MP
o Verlfled / read -On Iy UMO043 chr 8q, chr 3p ref chr 14q, ref chr 5p 2-CNV-MP Copy Number chr 3p / ref chr 14q m 16903 S MP
i i UMO43 chr 8q, chr 3 ref chr 14q, ref chr 5 2-CNV-MP  Copy Number chr 3p / ref chr 5 16903  ©WMP
 Audit trail 4 ch 3p . rof ohr 5p Py P ref ot Sp D

-
 Database

« Old and new experiments
 Flexibility of collections, projects
« Annotations

« Searchable




RC WebAnalysis UMO043 vis0 ®

Search List view Merged view
U M043 File name |4 Channel 1 Channel 2 Format Result interpretation Result Droplets
UMO043 GNA11 mut GNA11T wt FA Fractional Abundance GNA11 mut GNA11 wt 42.8% 15744 ©DoP
Data l I I an a el I l ent Number of files / saved results i
3/6 UMO043 GNAQ mut GNAQ wt FA Fractional Abundance GNAQ mut GNAQ wt nla 15650 &DP
. UM043 chr 8q, chr 3p ref chr 14q, ref chr 5p 2-CNV-MP Copy Number chr 8q / ref chr 14q @ 16903 @ MP
. I
Resu t Secu rIty UMO043 chr 8q, chr 3p ref chr 14q, ref chr 5p 2-CNV-MP Copy Number chr 8q / ref chr 5p @ 16903 ©MP
b Verlfled / read 'On Iy UMO043 chr 8q, chr 3p ref chr 14q, ref chr 5p 2-CNV-MP Copy Number chr 3p / ref chr 14g m 16903 S MP
1 1 © UMO043 chr 8q, chr 3 ref chr 14q, ref chr 5 2-CNV-MP Copy Number chr 3p / ref chr 5 16903 S MP
* Audit trail “ 9. chr2p .ol chrGp i pi ity &

N Show resuts | Export
 Database

« Old and new experiments
 Flexibility of collections, projects
« Annotations

« Searchable

« Exportable
« Specific or complete
« All results + confidence intervals




Data management

Result security

» Verified / read-only
* Audit tralil

Database

Old and new experiments
Flexibility of collections, projects
Annotations

Searchable

Exportable

« Specific or complete
« All results + confidence intervals
« High-quality plots
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Overview

Roodcom WebAnalysis

* New digital PCR analysis environment

* Online, no software to be installed

* Flexible data analysis and management
« Duplex and multiplex support

* For new and archival data

Contact us for demo license: contact@roodcom.nl
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